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Hosapi_NP_660328.2_homeobox_protein_Nkx-2.3_[Homo_sapiens]

Moocci.CG.ELv1_2.S332293.g08813.01.p

Xetrop_XP_002937234.1_homeobox_protein_Nkx-2.3_[Xenopus_tropicalis]

Dareri_NP_571494.1_NK2_transcription_factor_related_7_[Danio_rerio]

Ciinte_NP_001071957.1_transcription_factor_protein_[Ciona_intestinalis]

Dareri_NP_571498.1_homeobox_protein_Nkx-2.3_[Danio_rerio]

Sakowa_XP_006815459.1_PREDICTED_NK2-3_5_transcription_factor_isoform_X1_[Saccoglossus_kowalevskii]

Brlanc_BLAG03001041_2

Sccani_XP_038649390.1_homeobox_protein_Nkx-2.5_[Scyliorhinus_canicula]

Sccani_XP_038629320.1_homeobox_protein_Nkx-2.3_[Scyliorhinus_canicula]

Harore.CG.MTP2014.S41.g14375.03.p

Hosapi_NP_001129743.2_homeobox_protein_Nkx-2.6_[Homo_sapiens]

Phmamm.CG.MTP2014.S185.g04970.02.p

Pemari_XP_032808474.1_homeobox_protein_Nkx-2.6-like_[Petromyzon_marinus]

Sccani_XP_038647554.1_homeobox_protein_Nkx-2.5-like_[Scyliorhinus_canicula]

Xetrop_NP_001116891.1_homeobox_protein_Nkx-2.5_[Xenopus_tropicalis]

Hosapi_NP_004378.1_homeobox_protein_Nkx-2.5_isoform_1_[Homo_sapiens]

Xetrop_XP_002932599.1_homeobox_protein_Nkx-2.6_[Xenopus_tropicalis]

Dareri_NP_571496.1_homeobox_protein_Nkx-2.5_[Danio_rerio]

Stpurp_XP_783123.1_homeobox_protein_Nkx-2.5_[Strongylocentrotus_purpuratus]

Brbelc_XP_019646148.1_PREDICTED_homeobox_protein_Nkx-2.5-like_[Branchiostoma_belcheri]
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